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Spatial distribution of immune checkpoint proteins in histological subtypes of lung adenocarcinoma.
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Table 1

Baseline characteristics of patient cohort

Age At Diagnosis gender grading TNM-classification
Patient 1 42 f | T1a, Nx, LO,VO, RO, MO
Patient 2 48 ¢ (B} n.a.
Patient3 48 f 1 T2a, N2(10/12), Mx, L1, R1
Patient4 54 f Il T2b, N2 (N1 3/4; N2 3/15) M1a, RO
Patient5 54 f 1= T2b, N1(7/7 N2), Mx, L1, V1, n0
Patient6 58 f ] T3, LO, VO, PnO, Rx, M1b
Patient7 59 m 1 T2a, NO, RO, MO
Patient8 60 m Il T4, N2 (N1 2/6, N2 17/34), L1, VO, Pn0, Mx, RO
Patient9 59 f 1 T2a, N2 (N1 2/5, N2 2/11), LO, V1, Pn0, Mx, RO
Patient 10 60 m 1} T2, NO (0/7), Mx, LO, VO, Pn0, RO
Patient 11 60 m 1} T2a, N2 (N1 2/9; N2 3/5), Mx, L1, VO, RO
Patient 12 62 m | T1a, N1 (N1 8/11; 0/2), Mx, LO, VO, RO
Patient 13 64 m ] T4, V0, L0, NO (N1 0/13; N2 0/15), Mx, RO
Patient 14 67 m Il T1b, VO, LO, NO (0/2), Mx, RO
Patient 15 66 m Il T1b, VO, LO, N1 (hilar 1/4; N1 0/13; N2 0/3) Mx, RO
Patient 16 71 m I T1b, N2 (N1 3/7; N2 6/23), Mx, L1, VO, RO
Patient 17 74 if 1} T1b, N2, (N1 4/6; N2 2/3), Mx, RO, LO, V1, Pn0
Patient 18 75 f Il T3, NO (0/18), Mx, LO, VO, PnO, R1
Patient 19 74 f | T2a, N2 (7/28), LO, VO, RO, MO
Patient20 77 f 1} T1b, MO, RO, MO
Patient21 78 f Il T2, Nx, Mx, LO, V1, Pn0, Rx
Patient22 79 f Il n.a.
Table 2

Fig. 1.
Occurrence and combinations of lepidic, acinar, papillary, solid, and
micropapillary growth patterns within all analysed tumour segments. The
overall numbers are shown.
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Venn diagram showing the occurrence of different growth patterns.

Number of tumour segments per patient and register of every distinct growth pattern in each tumour segment

Growth Patterns

Number of
Segments segment1 segment2 segment3 segment4 segment5 segment6 segment7 segment8
Patient 1 3 a,nps | l,a,s
Patient 2 4 a a a,s a,s
Patient 3 1 a
Patient 4 5 l,a a,p a,p.s l,a, ps l,a,p. s
Patient 5 4 a a, s a, s a, p,s, mp
Patient 6 3 a,s a,s a,s
Patient 7 4 a,s a,s a,s a,s
Patient 8 8 a, s, mp p, s, mp a,nps a, p, mp a a a a
Patient 9 2 Ii:s S
Patient 10 4 a,s a,s a,s a,s
Patient 11 2 l,a,s l,a,s
Patient 12 4 a, mp a,p,s,mp a,p, mp a,p.s
Patient 13 1 a,s
Patient14 5 a,s S S S s, mp
Patient 15 3 p p, mp a, p,s, mp
Patient 16 6 a,s a,s a,s a,s a,s a,s
Patient17 5 a,s a,s a,s a,s s
Patient 18 5 a a a a a
Patient19 4 l,a l,a l,a l,a
Patient20 5 a,s a,s a, s, mp a, s, mp a, s, mp
Patient21 4 I, a, mp I, a, mp I, a l,a
Patient22 2 a,p,s,mp as, mp
total 84 |I=lepidic, a=acinar, p=papillary, s=solid, mp=micropapillary
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Fig. 4. Immune checkpoint proteins display a high variety in different growth patterns. Expression of different immune checkpoint proteins in (A) lepidic, (B)
acinar, (C) papillary, (D) solid, and (E) micropapillary growth patterns assessed using H-score. (F) Distribution of PVR in different growth patterns. Statistical
significance: * =P < 0.05, ** =P < 0.01, *** =P < 0.001. T = tumour, L = lymphocytes/TILs.
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Fig. 5. Immune checkpoint protein expression in different growth patterns of each patient. (A) Heatmap showing immune checkpoint protein expression in
different growth pattern areas of each patient. H scores are given. (B) Comparison of immune checkpoint proteins in patients with acinar and solid growth
patterns. Mean values and standard deviation are shown. Statistical significance: ** =P < 0.01. (C) Difference of immune checkpoint protein expression
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