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Genomic Profling of Small Intestine Cancers From a Real-World Data Set
Identifies Subgroups With Actionable Alterations
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[BE=HLUEM] aEms/ L7Fa774)24 (comprehensive genomic profiling; CGP) &
FRRDIZTHAMIERASATULAN . EITMNGREBEICB TAXRBRRLY 7 ILT—ILET—
A (Real-world data; RWD) D4 IXBS NS TLVEWL, AR TIE. 2 FEHNFFERNSTE
ZLIYIYI)L—T (MSI. TMB B8&UHEDELFE) CEEERIC. BRKMICEET 58
EFEEROHEELEAEL [HFREAFE]ICGP BE (FoundationOneDx, Foundation
Medicine 1) TH/HMNT- RWD FHW-ERN\AAT—Ih—MAETH 5, 324 EFEEEEF. H
SFWETBEROBEENE 3 BEFDAUMAVEBERRICANAT)YRF Y TFv—iET
RHTLT = R 1364 FIDEIT/NNEREBETHY. Fib (>40 %/ <40 &%) . XAV T34k
& 7E M (Microsatellite instability; MSI) . Tumor mutation burden (TMB) (& :>10, {&:<10 %
BE/Mb) ., BB ENBEFEROBEICESWTH IV IL—TBIZBIFTE{To1-. TEHEE
DBIZIL., Yates DWEZFRAV DA ZRREEZAL, [(BRIZREEN SV ERFIEL.
TP53 (59.8%) . KRAS (54.8%).APC (27.7%). CDKN24 (22.4%) T&H o1z, EIEDHEELE
LMEEFIE MYC (6.7%) . MDM2 (5.9%) . GATA6 (5.5%) . CCNDI (3.4%) TH21=,40 Bk
AmDBEE 40 BULELLBRLTAPC BIEFEEDHEENFEITEMNS1=(10.4% vs 28.7%; P
=0.0008) , Druggable Z 2 (druggable alterations) (&, BE®D 22.3%IZFBH NI, TDORHERIE
BRAF V600E (1.2%) . BRCAI (1.8%).BRCA2 (3.2%) . ERBB2 ¥&1& (3.2%).KRAS G12C
(3.3%) . NTRK1/2/3 BA& (0.07%) . MSI-high (7.0%). TMB-high (12.2%) T&H o1z, CNHD
MEICIE., FRICKDEERDHONEN T2 (<40 5 vs >40 7% ;22.1% vs 22.3%) , £f=. TMB
AL 10~20 ZE/Mb DEF(T 4.8%. 20 TE/Mb UL DEHL 73%THo1=, [EER]ICGP 18
EMNS/{OMNT- RWD [F, MNEEDO D FEMFMFHEERELNCL -, ARRDRBRIE., EIT
INGRICBT55BOAERRICERTMRZRETILOTHS,
Take Home Messages
1. FEIIEBGRGEGET/MEEDH 22%Z Druggable Z R MNFET B,
2. EFEBFUOREKR X APCEEGCFERDHEEMNME NNEEOREMFICERICKDE
WANBH D ATREME A RIBS T,
3. KRASZEENDHEXNL MSI LU TMB DIREEIZL>T, £HF T HEGTFERDEHEOHE
NEGDZ1=H. 7/ LTOT7A) T ERICLEzY T T IL—T RO REREEOMAENER
THb.




